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Good evening,

Thank you for the opportunity to read the very well constructed report of the Herrenhausen Genome Editing
Workshop from last month. Just before the final bell, I am please to submit my suggested edits to the
document. I have used track changes to make my edits, almost all of of which are syntactical or related to the
choice of words to express a particular point. I hope that I have not introduced any American-specific
terminology or usage, but if I have, please recognize that it was becausethe existing word or phrasing
sounded odd to thisAmerican's ears. There are a few places where I thought the wording or suntax suggested
meaning thatdiverged from the thrust of the discussions, but again, if others disagree I accept the broader
view.

The one place in which I would like to see the report of my own comments revised in on page 25, in the
sentence " Discussions on research with dual use potential have loog been part of education
programmes...". If I said "long been" I spoke incorrectly: the themeof dual use — and even biosecurity -- has
been part of any kind of formal education in the life sciences for less than 10 years. I have added my
preferred wording to the text.

Thank you again to everyone involved for all theirgood work in producing the report so quickly. It is
a clear snapshot of a complex meeting thatwill provide a useful resource for participants as well as others
interested in genome editing and biosecurity.
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