
From: Scott Allen Jackson
To: rajeev varshney
Subject: Re: MPLANT/2014/032011 -- Manuscript Decision
Date: Friday, December 26, 2014 10:49:09 PM

Hi Rajeev,

I'm new to this journal and still figuring it out. First, in the 'special issue', we made sure to 
indicate that all the articles would go through rigorous review--I guess MP considers the 
editorial review to be part of this. We too had a manuscript that we submitted for this issue 
rejected:) I think they are trying to be Plant Cell, very mechanistic. In that case, they would 
want to see complementation, protein analysis, pathway, etc., or something like that for genes 
that are supposed to confer resistance. Hope that helps. SOrry to take so long. we are in the 
mountains of Colorado with little internet connection.

Merry Christmas,

scott

On Dec 25, 2014, at 6:47 AM, Varshney, Rajeev (ICRISAT-IN) 
<R.K.Varshney@CGIAR.ORG> wrote:

Dear Scott

Any response from you. I don’t agree with the observation of the Editorial 
Office.

+++++++
None of two points from Editorial Office is correct. First identifying candidate 
genes for FW and SMD is completely novel- and no report is available on this 
aspect. Secondly, the approach we used (combination of Seq-BSA and non-
synonymous SNPs) has NOT been used in any study so far. Literature will 
provide info only on use of one of two approaches. I would be happy if 
someone can share a single report on identification of candidate genes for FW
 and SMD or any report on use of combined approach.

Also please note that identified candidate genes were validated further using 
qRT PCR as well as conformational changes in the proteins in our study.

I don’t think that work is short of experimental verifications. Rather this MS 
provides MORE work than people have reported earlier on just mapping of 
some traits. If you can identify a single paper that provides so much data 
(together with verification) published in almost equal impact factor journal, I 
will be very happy.
++++++
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With kind regards

Rajeev

PS: Please visit http://ceg.icrisat.org/v-nggibci/home.htm and share with your 
colleagues and collaborators for details on 5th Intern Conf on Next Generation
 Genomics and Integrated Breeding for Crop Improvement to be held during 
Feb 18-20, 2015 in Hyderabad, India. Thanks.

On Dec 25, 2014, at 1:46 PM, Jianqiu Huang <jqhuang@sibs.ac.cn> wrote:

Dear Rajeev,
Thanks again for submitting your manuscript to Molecular Plant (MP). 
I've consulted with the deputy EIC of MP. Please find our explanation as 
below.
In the decision letter, we have communicated to you the editorial process. 
All submissions including the invited ones to MP are initially evaluated by
 scientific editors in the Editorial Office. Submissions that are deemed not 
appropriate for publications in MP by initial evaluations will be returned 
to authors without external reviews, typically within 7 working days, so 
that submission elsewhere will not be delayed. This handling practice 
saves time and allows the authors to consider submitting their manuscripts 
elsewhere without delays.
As we previously pointed out, we thought that the approaches you used for
 identifying the candidate genes responsible for resistance against 
Fusarium wilt and sterility mosaic disease in pigeonpea are not completely
 novel, and that your work is short of the experimental verifications and 
functional studies of the identified candidate genes/SNPs by additional 
experiments. We thus concluded that while your manuscript presented 
some results that are of potential interest, its current version lacks the 
functional/mechanistic insights and is premature for publication in MP as a
 full research article. We hope you will find the above comments helpful in
 preparing a revised manuscript for resubmitting to MP or elsewhere.
Yours sincerely,
Jianqiu

Jianqiu Huang
Molecular Plant
http://www.cell.com/molecular-plant
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Jianqiu Huang
Managing Editor of Molecular Plant

From: Varshney, Rajeev (ICRISAT-IN)

Date: 2014-12-25 00:27

To: MPLANT-staff; jqhuang@sibs.ac.cn

CC: Scott Jackson

Subject: Re: MPLANT/2014/032011 -- Manuscript Decision

Dear Jianqiu

Thanks for this message. However it seems that this MS was 
seen as a stand alone MS and not as a part of the invitation to 
the Special Issue on Plant Genomics. In any case I am surprised 
to see the outcome on this ms. I don’t agree with the points 
made by Managing Editorial Office that the MS doesnt have 
novelty for MP. The MS doesnt just describe the huge dataset 
but also presents a new approach (combining two existing 
approaches) and reports on mapping two traits.

I am ccing this message to Scott Jackson, Guest Editor of the 
issue. In my opinion, the MS should have been sent for external 
review or at least should have been shown to the Guest Editors. 
Kindly let me know what you think? In case you don’t send the 
MS for review, then also this is OK- we can submit the MS to 
some other journal. However, I don’t appreciate the treatment 
on the invited MS as we have received.

In any case, wishing you a very Merry Christmas and a wonderful
 Happy New Year!

With kind regards

Rajeev

On Dec 24, 2014, at 2:23 PM, MPLANT-staff <staff-
mplant@sibs.ac.cn> wrote:

MS ID#: MPLANT/2014/032011
MS TITLE: Next generation sequencing for identification 
of candidate genes for 
fusarium wilt and sterility mosaic disease in pigeonpea 
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(Cajanus cajan)

Dear Dr. Varshney,
Thank you for submitting your manuscript to Molecular 
Plant (MP).

MP is dedicated to serving the plant science community 
by publishing high-quality 
papers. As we are receiving a high volume of manuscripts
 but MP can only review and 
publish a small proportion of papers that provide novel 
and exciting findings with 
high biological significance, we conduct the initial 
evaluations on every manuscript 
received. Manuscripts that are not able to pass the initial 
evaluations, which are 
typically completed within 7 working days, will be 
returned to the authors without 
external reviews. This handling practice saves time and 
allows the authors to 
consider submitting their manuscripts elsewhere without 
delays.

We carefully conducted initial evaluations of your 
manuscript. We regret to inform 
you that we are not able to recommend the current 
version of your manuscript for 
external reviews. While your manuscript presented some 
results that are of 
potential interest, its current version is preliminary in 
terms of 
functional/mechanistic insights and thus premature for 
publication in MP. While your 
manuscript reports the use of next generation 
sequencing-based approaches for 
identifying the candidate genes responsible for resistance
 against fusarium wilt and 
sterility mosaic disease in pigeonpea, the approaches you
 used are not novel as they 
have been used in several other plant species and the 
functions of the identified 
candidate genes need to be validated experimentally. It 
seems that the focuses of 



your manuscript make your paper more appropriate for a
 more specialized journal in 
genetics. We are thus returning this manuscript to you so
 that you may seek a 
publication of your work elsewhere without delays.

We are sorry that we cannot provide you with a more 
positive conclusion at this 
time. Thank you for giving Molecular Plant this 
opportunity to consider your work. 
We look forward to receiving other submissions from you
 in the future.

Yours sincerely,

Molecular Plant
http://mplant.oxfordjournals.org
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